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Spot  The p/MW Exp pI/MW MS  %Coverage Identity giNumber
26 5.8/13.3 5.9/15 121 30 USP family protein [Triticum aestivum] £i|60100214
27 5.8/13.3 5.9/15 121 30 Ribulose bisphosphate carboxylase small chain gi|132107
28 5.0/14.4 4.8/10 167 24 Profilin-1 gi|1709779
29 5.1/13.3 5.0/9 83 16 Chain A, Crystal Structure Of Barley Thioredoxin H Isoform 2 gi|186972808
30 8.9/17.5 5.4/13 366 53 ribulose-1,5-bisphosphate carboxylase/oxygenase small subuni gi[4038699
31 9.1/19.7 5.4/14 437 60 ribulose-1,5-bisphosphate carboxylase/oxygenase small subuni gi|11990893
32 8.5/16.5 6.8/18 362 40 chloroplast-localized cyclophilin [Triticum aestivum] gi|83700338
33 4.36/21.6 4.4/33 134 28 predicted protein [Physcomitrella patens subsp. patens] gi|168067984
34 4.6/31.9 4.4/29 475 31 cp31AHYy protein [Hordeum vulgare subsp. vulgare] gi|3550467
35 5.0/23.2 4.6/46 244 33 30S ribosomal protein S1 [Oryza sativa (indica cultivar-grou 21149391139
36 5.0/23.3 4.6/47 224 26 30S ribosomal protein S1 [Oryza sativa (indica cultivar-grou £i|149391139
37 7.7/29.8 5.1/27 80 22 050620232600 [Oryza sativa (japonica cultivar-group)] gi|115467258
38 6.2/23.1 5.7/25 85 15 putative peptide methionine sulfoxide reductase [Oryza sativ gi|12597894
39 5.8/13.3 5.9/30 264 31 Ribulose bisphosphate carboxylase small chain gi|132107
40 8.8/19.7 5.9/34 378 42 ribulose-1,5-bisphosphate carboxylase/oxygenase small subuni gi|11990897
41 8.9/19.7 5.9/28 132 40 Ribulose bisphosphate carboxylase small chain, gi[3914588
42 6.0/24.8 6.5/26 243 37 oxalate oxidase-like protein or germin-like protein [Hordeum gi|1070358
43 8.8/27.4 6.3/25 259 29 Oxygen-evolving enhancer protein 2, chloroplas gi|131394
47 8.8/19.7 5.7/33 397 41 ribulose-1,5-bisphosphate carboxylase/oxygenase small subuni gi|11990897
48 8.8/19.7 5.7/31 377 41 ribulose-1,5-bisphosphate carboxylase/oxygenase small subuni gi|11990897
49 8.6/47.3 5.6/45 202 17 ribulose 1,5-bisphosphate carboxylase activase isoform 1 [Ho gi|167096
50 8.9/19.7 6.3/39 142 26 Ribulose bisphosphate carboxylase small chain, gi[3914588
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